Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.035; wR factor = 0.087; data-to-parameter ratio = 13.4.
In the title compound, C 14 H 9 FN 2 O 2 S, the thieno [2,3-b] pyridine residue is almost planar (r.m.s. deviation = 0.0194 Å ), with the carboxylic acid group [dihedral angle = 11.9 (3) ] and the benzene ring [71.1 (4) ] being twisted out of this plane to different extents. An intramolecular N-HÁ Á ÁO(carbonyl) hydrogen bond closes an S(6) ring. Supramolecular chains along [011] mediated by O-HÁ Á ÁN(pyridine) hydrogen bonds feature in the crystal. A three-dimensional architecture is completed by -interactions occurring between the benzene ring and the two rings of the thieno [2,3-b] pyridine residue [centroid-centroid distances = 3.6963 (13) and 3.3812 (13) Å ]. The F atom is disordered over the two meta sites in a near statistical ratio [0.545 (5):0.455 (5)].
Related literature
For the biological activity of 4-(arylamino)thieno [2,3-b] pyridine-5-carboxylic acids, see: Bernardino et al. (2007) ; Pinheiro et al. (2008) . For the synthesis, see: Leal et al. (2008) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Data collection
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
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In (I), Fig. 1 , the nine atoms comprising the thieno [2,3-b] pyridine fused ring system are planar with a r.m.s. deviation of 0.0194 Å and maximum deviations of 0.0343 (19) and -0.0227 (16) for the C7 and C6 atoms, respectively. The carboxylic acid residue is twisted out of this plane, forming a dihedral angle of 11.9 (3)°, and the terminal benzene ring, which is orientated towards the thienyl ring, is almost orthogonal, the dihedral angle being 71.1 (4)°. There is an intramolecular N -H···O(carbonyl) hydrogen bond, Table 1 , which closes an S(6) loop. 
Experimental
The title compound was prepared as reported (Leal et al., 2008) . The dark orange blade used in the structure determination was grown from its toluene/acetonitrile solution.
Refinement
The C-bound H atoms were geometrically placed (C-H = 0.95 Å) and refined as riding with U iso (H) = 1.2U eq (C). The Oand N-bound H atoms were located from a difference map and refined with distance restraints of O-H = 0.84±0.01 and N-H = 0.88±0.01 Å, and with U iso (H) = zU eq (carrier atom); z = 1.5 for O and z = 1.2 for N. The F1 atom is disordered over two position. Each site was refined with individual anisotropic displacement parameters. The major component refined to a site occupancy factor = 0.545 (5). The (022) reflection was omitted from the final refinement owing to poor agreement.
Computing details
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT (Hooft, 1998) ; data reduction: DENZO (Otwinowski & Minor, 1997) and COLLECT (Hooft, 1998 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 The molecular structure of (I) showing displacement ellipsoids at the 50% probability level. (7) −0.0092 (7) N1 0.0181 (9) 0.0169 (9) 0.0205 (9) 0.0010 (7) 0.0011 (7) −0.0018 (8) N2 0.0165 (9) 0.0178 (9) 0.0300 (11) 0.0007 (7 
−177.7 (2) C11′-C10-C11-C12 0 (75) C7-C4-C5-C6 0.2 (3) C9-C10-C11-C12 0.4 (4) C3-C4-C5-C6 175.9 (2) C11′-C12-C13-C14 −0.1 (4) C4-C5-C6-S1 −0.3 (3) C11-C12-C13-C14 −0.1 (4) C7-S1-C6-C5 0.20 (18) C13′-C12-C13-C14 0 (100) C1-N1-C7-C4
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